Table S3 Top 20 biological processes affected by CTG infection and the number of differentially expressed genes (DETs) involved in the processes at different time points

	Biological process
	Enrichment score
	Number of transcripts

	
	
	D1
	D2
	D3
	D4
	D5
	D7

	Cell cycle
	53.78
	64
	110
	69
	58
	62
	62

	Immune response
	50.10
	1
	35
	44
	51
	47
	29

	Inflammatory response
	49.67
	4
	42
	53
	55
	40
	26

	Cellular response to interferon-beta
	43.85
	3
	15
	16
	13
	14
	16

	Mitosis
	43.22
	38
	62
	36
	38
	38
	37

	Cell division
	41.38
	43
	69
	44
	45
	46
	42

	DNA replication
	34.90
	21
	39
	26
	18
	16
	24

	Defense response to protozoan
	27.06
	2
	13
	12
	12
	13
	9

	Response to virus
	26.03
	3
	23
	29
	22
	23
	17

	Cellular response to interferon-gamma
	25.27
	2
	11
	12
	12
	12
	9

	Chemotaxis
	23.17
	3
	18
	25
	25
	27
	15

	Cellular response to lipopolysaccharide
	21.75
	4
	10
	16
	14
	14
	12

	Defense response to Gram-positive bacterium
	19.42
	8
	11
	18
	17
	16
	10

	Cytokine-mediated signaling pathway
	19.25
	7
	18
	21
	17
	24
	9

	Cholesterol biosynthetic process
	18.54
	1
	9
	12
	13
	6
	4

	Positive regulation of T cell proliferation
	18.24
	1
	15
	17
	15
	16
	9

	Translation
	17.78
	8
	43
	28
	16
	36
	5

	Positive regulation of inflammatory response
	17.39
	4
	11
	8
	11
	13
	9

	Apoptosis
	17.04
	22
	67
	79
	66
	70
	37

	Membrane protein ectodomain proteolysis
	16.95
	2
	10
	5
	6
	6
	3


